‘ﬁ\‘ ~ High-plex co-detection of RNA and protein to explore

STANDARD tumor-immune interactions utilizing RNAscope with

Imaging Mass Cytometry
bietechne | AeD

| Introduction

CNHSOEEREZICHITZAIHESIE. EEMNEE (TME) RICBIT3BLBEZ1 TOMIEDOERNEBEERT 5 /\1 TINSXA—2—Y—)L

IC&2THRBTNBTHS S, Imaging Mass Cytometry™ (IMC™) (&, BEBHUNERE (TME) ICBIT3EMAMRMEEEREZAET 3120 DREH S
V=)L THD. IMCMICyTOFe 72/ O —%FAL. UTOE VNI EZRARICHET 2 LA TE. ART MLOEBRDPNYIISTY ROER
HADFEEZITTIC, 40BEULDOR Y NVEI—H— % BIRRDEAETREBFICEMETE 3728, TME@‘FH%Z:&%EI: ;Bﬁ?%;hi‘ctbm\%uﬁb\ﬁ

5N, LHLEDSE. WSDOHDDEIYNTERZ—7y MME. TIROMEDZLACRL. HZVIEELBVED. IMCICEH S eHRETH D, &

IS BYNOBR—=5y FOBRBICE > THIEO 7 AT T« T EBRICBRTESH. Ml20 SR O U T M —LAICEAT 358, Miakes 3%

MLREDEREEBELESE S, I Tld. RNABHO O DERED DRFERNARNAscope™ TV /O —r. BUEEY > 7ILHDEERRNAS L UR

YINVBIY—H—ZARLTIIMCOZEHEZEAEDbE . BETEEMEORWVT—I 70— %#BN7T 5. RNAscope HiPlex v27 v XIMCIC &
32NV BREEHEAEDE. RILIUVEE/INT T« 238 (FFPE) BREMERT 707 L1 (TMA) IZBIFZRNAB I UR U NIEZ—7Ty ~O
HIREFTEL 7=

Results

RNAscope HiPlexFlex T X—=J V5 « R« A XA MY—AZ7O RN

FFPE & MBBJE TMA I&. RNAscope HiPlex Assay v2 DFIE (3-Step Procedure Overview IZ58
#H) FHAVTAIEL7=. XS4 R%ZRNAscope HiPlex 12 Positive Control Probe- Hs (ACD.
CatNo.32431) THREL. REDNIAF—EVJEBLFERE LT

Figure 1. Human lung squamous cell carcinoma

Figure 1 shows RNA staining of positive control RNA targets RPLPO (red), GAPDH (green), and B2M (pink). RNAscope metal-ready detection probes T11, T12, and T8
conjugated to lanthanides 160Gd, 172Yb, and 174Yb, respectively, were used for detection of the RNA targets. Scale bar is 200 pm.
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Figure 2.

Human lung
adenocarcinoma
co-detection of RNA
and protein in a single
FFPE sample. Scale
bar is 200 pm.
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Figure 3. Transcriptionally active cells with high
expression of GAPDH and UBC were found to be
proliferating  cancerous cells (Ki-67 and E-cadherin
staining, respectively), identified in clusters 10 and 11.
Other cell types were identified, such as activated T
regulator cells (CD45, FoxP3, CD4) as seen in cluster 2
and PDL-1+ cancer cells (pan-keratin, PD-L1, E-cadherin)

1S seen in cluster 14.
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